The acquisition of Photorhabdus insect-related (Pir) toxin-like genes in Vibrio parahaemolyticus has been linked to hepatopancreatic necrosis disease in shrimp. We report the whole-genome sequences of genetically virulent and avirulent V. parahaemolyticus isolated from a Malaysian aquaculture pond and show that they represent previously unreported sequence types of V. parahaemolyticus.
the type strain of V. parahaemolyticus. Based on the lack of 100% sequence identity to seven housekeeping genes, new MLST sequence types of V. parahaemolyticus were identified in this study (Table 1) . Subsequent blastN searches showed that strains MVP1, MVP2, and MVP6 contain the identical nucleotide sequence for all seven housekeeping genes ( Table 1 , data not shown), thus classifying them as the same sequence type. In addition to sharing the identical sequence type, these 3 strains also harbor the Pir toxin genes. On the contrary, strains MVP4 and MVP9 belong to two different sequence types and do not harbor the Pir toxin genes, suggesting a potential association between the sequence types and the presence of Pir toxin genes in V. parahaemolyticus. Accession number(s). This whole-genome shotgun project has been deposited in DDBJ/ENA/GenBank under the accession numbers listed in Table 1 . The versions described in this paper are the first versions.
